Key indicators: single-crystal X-ray study; T = 223 K; mean (C-C) = 0.015 Å; R factor = 0.085; wR factor = 0.188; data-to-parameter ratio = 16.0. 
Related literature
For general background to the chemistry of sulfido-bridged dinuclear clusters consisting of a [M 2 S 4 ] core (M = Mo, W) and various transition metals, see: Kuwata & Hidai (2001) ; Curtis et al. (1997) ; Halbert et al. (1985) ; Kawaguchi et al. (1997) ; Brunner et al. (1985) . For the synthesis and structure of the starting material, see: Pan et al. (1984) . For related structures, see: Zhu et al. (1990) ; Lin et al. (1997) ; Wei et al. (2008) .
Experimental
Crystal data et al., 1985; Kawaguchi et al., 1997; Brunner et al., 1985) et al.,1990; Lin et al., 1997; Wei et al., 2008) . However, until now, only quite limited data have been reported involving precursor 1 bound to Ag(I) complexes. In this paper we describe the result of our efforts to generate a Mo/Ag/S cluster [Mo 2 S 2 (µ-S) 2 (edt) 2 Ag 2 (dppm) 2 ].3DMF (2.3DMF) by reaction of 1 with two equivalents of Ag(CH 3 CN) 4 ClO 4 in the presence of dppm ligand.
Halbert
The asymmetric unit of 2.3DMF contains half of the [Mo 2 S 2 (µ-S) 2 (edt) 2 Ag 2 (dppm) 2 ] molecule, and one and a half DMF molecules (Fig. 1) 
Refinement
Even though packing analysis shows solvent accessible voids, our attempts to locate additional solvent proved unsuccessful, and none of the geometrically placed atoms, centered around the void, could be reasonably refined. Because of the quick loss of crystallinity upon removal from the mother liquor, the structure has a limited accuracy with high R-factors and goodness of fit; optimization of weighting scheme results in high value of the second coefficient. Some of the phenyl atoms show intense thermal motion, however attempts to introduce disorder of the phenyl ring did not produce noticeable improvement of the accuracy of the model.
All H atoms were placed geometrically (C-H 0.93 Å for aromatic and formate, 0.96 Å and 0.97 Å for methyl and methylene groups respectively) and included in the refinement in the riding motion approximation with U iso (H) = 1.2U eq of the parent atom [1.5U eq for methyl groups].
Figures Fig. 1 . Molecular structure of 2.3DMF with thermal ellipsoids, drawn at 30% probability level; hydrogen atoms are omitted for clarity. The unlabeled atoms are derived from the reference atoms by means of the (x, 1/2 -y, z) symmetry transformation. 
